I y U 7 U*'Mfr«^«4M 



c 



WO 01/1SW7 ( PCT A U 00/0 10W 



1/19 

i 

SEQUENCE LISTING 

<110> y The Council of the Queensland institute of Medical Research 



5 



<12Q> Dendritic cell membrane FIRE 
<160> 23 
10 <170> Patentln Ver. 2.1 

<210> 1 
<211> 681 
15 <212> PKT 

<213> Mus mus cuius 

<400> 1 

Met Gly Set Arg Cys Leu Leu His Ala Ser Val Pro Gly Met Leu Leu 
20 1 5 10 15 

He Txp Ser lie Leu Gin Met Met Asn lie Ser Ala Ser Cys Pro Gin 
20 25 30 

25 Cys Asn Glu Asn Ala Ser Cys Phe Asn Ser Thr His cys Val Cys Lys 
35 40 45 

Glu Gly Phe Trp Thr Gly Sler Glu Asn Arg Arg He He Glu Pro His 
50 55 60 

30 

Glu Lys Cys Gin Asp lie Asn Glu Cys Leu Leu Lys Glu Leu Val Cy3 
65 70 " 75 80 

Lys Asp Val Ser Tyr Cys Arg Asn Lys He Gly Thr Tyr He Cys Ser 
35 85 90 95 

Cys Val Val Lys Tyr Pro Leu Phe Asn Trp Val Ala Gly He He Asn 
100 105 * 110 

40 He Asp His Pro Asp Cys Tyr Val Asn Lys Ser Lys Asn Thr Gly Ser 
115 ' " 120 125 

Lys Thr His Thr Leu Gly Val Leu Ser Glu Phe Lys Ser Lys Glu Glu 
130 135 140 

45 

Val Ala Lys Gly Ala Thr Lys Leu Leu Arg Lys Val Glu His His He 
145 ISO 155 160 

Leu Asn Glu Asn Ser Asp He Pro Lys Lys Asp Glu Asn Pro Leu Leu 
50 165 17 0 175 

Asp He Val Tyr Glu Thr Lys Arg Cys Lys Thr Met Thr Leu Leu Glu 
190 135 190 

55 Ala Gly Asn Asn Thr Met Lys Val Asp Cys Thr Ser Gly Phe Lys Glu 
195 200 205 

His Asn Set Gly Gly Glu Thr Ala Val Ala Phe He Ala Tyr Lys Ser 



i 
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210 215 220 

Leu Gly Asn Leu Leu Asn Gly Set Phe Phe Ser Asn Glu Glu Gly Phe 
225 230 233 240 

5 

Gin Glu Val Thr Leu Asn Ser His He Val Ser Gly Ala He Arg Ser 
245 f 250 255 

i 

GlU Val Lys Pro Val LeU 5er Glu Pro Val Leu Leu Thr Leu Gin Asn 
10 260 26$ 270 

He Gin Pro Ilf> Asp Ser Arg Ala Glu His Leu Cys Val His Txp Gin 
275 280 2B5 

15 Gly Ser Glu Glu Gly Gly Ser Trp Ser Thr Lys Gly Cys Ser His Val 
290 295 300 

Tyr Thr Asn Asn Ser Tyr Thr He Cys Lys Cys Phe His Leu Ser Ser 
305 310 315 320 

20 

Phe Ala Val Leu Met Ala Leu Pro His Glu Glu Asp Gly Val Leu Ser 
32S 330 335 

Ala Leu Ser Val He Thr Tyr Val Gly Leu Ser Leu Ser Leu Leu Cys 
25 340 345 350 

Leu Phe Leu Ala Ala He Thr Phe Leu Leu Cys Arg Pro He Gin Asn 
355 360 365 

30 Thr Ser Thr Thr Leu His Leu Gin Leu Ser He Cys Leu Phe Leu Ala 
370 375 300 

Asp Leu Leu phe Leu Thr Gly He Asn Arg Thr Lys Pro "Lys Val Leu 

385 390 355 400 

35 

Cys Ser He lie Ala Gly Met Leu His Tyr Leu Tyr Leu Ala Ser Phe 

405 " 410 415 

Met Trp Met Phe Leu Glu Gly Leu His Leu Phe Leu Thr Val Ser Asn 
40 420 425 430 

Leu Lys Val Ala Asn Tyr Ser Asn Ser Gly Arg Phe Lys Lys Arg Phe 
435 440 445 

45 Met Tyr Pro Val Gly Tyr Gly Leu Pro Ala Phe He Val Ala Val Ser 
450 455 460 

Ala He Ala Gly His Lys 'Ash Tyr Gly Thr His Asn His Cys Trp Leu 
465 470 475 480 

50 

Ser Leu His Arg Gly Phe He Trp Ser Phe Leu Gly Pro Ala Ala Ala 
495 490 495 

He He Leu He Asn Leu Val Phe Tyr Phe Leu He He Trp He Leu 
55 500 505 510 

Arg Ser Lys Leu Ser Ser Leu Asn Lys Glu Val Ser Thr Leu Gin Asp 
515 520 525 
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Thr Lys Val Met Thr Phe Lys Ala lie Val Gin Leu Phe Val Leu Gly 

530 535 540 

5 Cys Sec Trp Gly He Gly Leu Phe He Phe He Glu Val Gly Lys Thr 

545 550 . 555 560 



10 



Val Arg Leu He Val Ala Tyr Leu Phe Thr He He Asn Val Leu Gin 
565 570 575 

Gly Val Leu He Phe Met Val His Cys Leu Leu Asn Arg Gin Val Arg 

560 ; 585 590 



Met Glu Tyr Lys Lys Trp !Phe His Arg Leu Arg Lys Glu Val Glu Sex 
15 595 ' ! 600 605 

Glu Sap Thr Glu Val Ser His Ser Thr Thr His Thr Lys Met Gly Leu 
610 615 620 

20 Ser Leu Asn Leu Glu Asn Phe Cys Pro Thr Gly Asn Leu His Asp Pro 
625 630 635 640 



25 



Ser Asp Ser He Leu Pro Ser Thr Glu Val Ala Gly Val Tyr Leu Ser 

645 650 655 

Thr Pro Arg Ser His Met Gly Ala Glu Asp Val Asn Ser Gly Thr His 

660 " 665 670 



Ala Tyr Trp Ser Arg Thr He Ser Asp 
30 675 600 



<210> 2 
<211> 635 
35 <212> PRT 

<213> Homo sapiens 

<400> 2 

Ala Ser Cys Pro Pro 
40 1 5 

His Cys Thr cys Glu 
20 

45 Phe His Asp Ser Ser 
35 

Gly Leu Ala Lys Cys 
SO 



50 



Gly Tyr He Cys Ser 
65 



Ala Gly lie He A*p 
55 65 

Gin Gly Thr Thr Gin 
100 



Cys Pro Lys Tyr Ala Ser Cys His Asn Ser Thr 
10 15 

Asp : Gly Phe Arg Ala Arg Ser Gly Arg Thr Tyr 
25 30 

Glu Lys Cys Glu Asp He Asn Glu Cys Glu Thr 
40 45 

Lys' Tyr Lys Ala Tyr Cys Arg Asn Lys Val Gly 
55 60 

Cysj Leu Val Lys Tyr Thr Leu Phe Asn Phe Leu 
70) 75 B0 

Tyr Asp His Pro Asp Cys Tyr Glu Asn Asn Ser 
90 55 



Ser Asn 



Val Asp He Trp Glu Asn Leu Arg Arg 
105 HO 
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Asn Gly Ser Arg Glu Asp Phe Ala Arg Arg Ala Thr Gin Leu lie Gin 
115 120 125 

i 

5 Ser Val Glu Leu Ser He Tjtd Asn Ala Ser Phe Ala Ser Pro Gly Lys 
130 135 140 



10 



Gly Gin lie Ser Glu Phe Asp He Val Tyr Glu Thr Lys Arg Cy3 Asn 
145 150 155 160 

Glu Thr Arg Glu Asn Ala Phe Leu Glu Ala Gly Asn Asn Thr Wet Asp 
165 170 175 



He Asn Cys Ala Asp Ala Leu Lys Gly Asn Leu Arg Glu Sen Thr Ala 
15 ISO ( 185 190 

Val Ala Leu He Thr TyrLln Ser Leu Gly Asp He Leu Asn Ala Ser 
195 200 205 

20 Phe Phe Ser Lys Arg Lys Gly Met Gin Glu Val Lys Leu Asn Ser Tyx 
210 215 220 

Val Val Ser Gly Thr Val Gly Leu Lys Glu Ly3 He Ser Leu Ser Glu 
225 230 235 240 

25 

Pro Val Phe Leu Thr Phe Arg His Asn Gin Pro Gly Asp Lys Arg Thr 
245 2S0 255 

Lys His He Cys Val Tyr Trp Glu Gly Ser Glu Gly Gly Arg Trp Ser 
30 260 265 270 

Thr Glu Gly Cys Ser His Val His Ser Asn Gly Ser Tyr Thr Lys Cys 
275 280 265 

35 Lys Cys Phe His Leu Ser Ser Phe Ala Val Leu Val Ala Leu Ala Pro 
290 295 300 

Lys Glu Asp Pro Val Leu Thr Val He Thr Gin Val Gly Leu Thr He 
305 310 315 320 

40 

Ser Leu Leu Cys Leu Phe Leu Ala He Leu Thr Phe Leu Leu cys Arg 
325 j 330 335 

Pro He Gin Asn Thr Ser Thr Ser Leu His Leu Glu Leu Ser Leu Cys 
45 340 , 345 350 

i 

Leu Phe Leu Ala His Leu Leu Phe Leu Thr Gly He Asn Arg Thr Glu 
355 360 365 

50 Pro Glu Val Leu Cys Ser He He Ala Gly Leu Leu His Phe Leu Tyr 
370 ' 375 380 

Leu Ala cys Phe Thr Trp Met Leu Leu Glu Gly Leu His Leu Phe Leu 
385 390 395 400 

55 ' 

Thr Val Arg Asn Leu Lys Val Ala Asn Tyr Thr Ser Thr Gly Arg Phe 
405 410 415 
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Lys Ly* Arg Phe Met Tyr Pro Val Gly Tyr Gly He Pro Ala Val lie 

He Ala Val S.r Ala He Val Gly Pro Gin Asn Tyr Gly Thr Phe Thr 
435 440 445 

His Cys Trp L*U Lys Leu Asp Lys Gly Phe He Trp Sex Phe Met Gly 
450 ,455 460 

Pro Val Ala Val He He Leu He Asn Leu Val Phe Tyr Phe Gin Val 
465 470 475 480 

Leu Trp He Leu Arg Ser Xys Leu Ser Ser Leu Asn Lys Glu Val Ser 
4Q5 490 49a 

Thr He Gin Asp Thr Arg Val Mat Thr Phe Lys Ala He Ser Gin Leu 
500 * *05 510 



Phe He Leu Gly Cys Ser Trp Gly Leu Gly Phe Phe Met Val Glu Glu 
20 515 , 520 525 

Val Gly Lys Thr He Gly Ser He He Ala Tyr Ser Phe Thr He He 
530 535 540 

Asn Thr Leu Gin Gly Val Leu Leu Phe Val Val His Cys Leu Leu Asn 
545 550 555 560 

Arg Gin Val Arg Met Glu Tyr Lys Lys Trp Phe Ser Gly Wet Arg Lys 
y 565 570 575 

Glv Val Glu Thr Glu Ser Thr Glu Met Ser Arg Ser Thr Thr Gin Thr 
590 i 585 590 

Lys Thr Glu Glu Val Gly iLys Ser Ser Glu He Phe His Lys Gly Gly 
35 595 600 60S 

i 

Thr Ala Ser Ser Ser Ala ! Glu Ser Thr Lys Gin Pro Gin Pro Gin Val 
610 615 520 

40 His Leu Val Ser Ala Ala :Trp Leu Lys Met Asn 
625 630 635 

<210> 3 i 

<211> 3258 « 

45 <212> DNA | 

<213> Mus mus cuius ■ 



50 



55 



<:400> 3 ' 

accactdctt cattgctgct gagaatgttc caggctgagt gagaagtaaa aatteatcat 60 
ctctgaagaa ctcrtaccca gicctgttga agaaattccc agaatgttga tgggagcaac 120 
tagagatatg ggaagcaggt gccttctgca tgcctcagtt cctggaatgc tgcttatctg 180 
gtcaatatta caaatgatga atatttcagc ttcctgtccc cagtgcaatg aaaatgccag 240 
ctgcttcaac agcacccact gtgtttgtaa ag^ggattc tggacgggot ctgagaatag 300 
aa^attat* gagccccatg agaaatgtca agatattaat gagtgtctac 360 
gglatgcaag gatgtgtcgt actgcagaaa taaaattggg aetCWfcat gcagctgtjt 420 
agtaaaata? cctltgttla actgggtagc rggcattatt ^^attgatc ^cctgattg 480 
ttatgtgaac aagagcaaga atacaggatc aaaaacacat actttgggag tactgagtga 540 
atttaaalcc aaaglggagg ttgcaalagg agcra.caag ttacttcgca aagtggaaca 600 
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I 

tcacatcttg aatgaaaact cagatatacc aaaaaaggat gaaaatcctt tattggatat 660 
agtgtatgaa actaagaggt gcaagacgat gactcttcta gaagctggca acaacacaat 720 
gaaggttgac tgcactagtg gtfctcaaaga gcacaacagt ggaggtgaaa ctgcagtggc 780 
tttcattgca tataagtctc ttgggaanct tctaaatggt tcctttxtta gtaatgaaga 840 
5 agggttccag gaagtgacac tgaactctca catcgttagt ggagccattc gctcagaggt 900 
caaacctgtc cxctctgaac ctgtactcct gactttacaa aatattcagc ccattgactc 960 
aagagcagaa catctctgtg tccattggga aggatcagag gaagggggga gctggtctac 1020 
caaaggatgc tctcacgtgt acaccaataa ttcctacacc atttgcaagt gtttccacct 10B0 
gtccagcttt gctgtgctca tggctctacc ccatgaggag gatggtgtgc ttcctgcact 1140 

10 ctctgtgatc acctatgtgg gactgagtct ttctctcttg tgcetattnc tggcggccat 1200 
cacttttctc ctgtgccgac ccat!tcagaa taccagcacg acactccacc tgcagctctc 1260 
catctgcctt ttcctggctg ^cctcctctt cctcacaggc atcaacagaa ctaagcctaa 1320 
ggtgctgtgc tccaCcatag cggggatgtc gcactacctc tacttggctt ccttcatgtg 1380 
gacgtttctg gaagggctac atctttttct cactgtgagc aatctcaaa,g tggccaac-ta 1440 

15 cagcaactca ggcagattca agaagaggtt catgtatcct gtaggatatg ggcttcetgc 1500 
ttttattgtc gcrgtatctg caatagctgg ccacaagaat tatggaacac acaaccactg 1560 
ctggctcagc cttcatcgag gattcatctg gagcttcttg gggccagcgg cagccattat 1620 
Cttgataaac ctggtgttct acttcctaac aacatiggatt ttgagaagca aactttcttc 1660 
tctcaataaa gaagtttcta cacttcaaga cacaaaggtt atgacattta aagccattgt, 1740 

20 ccagttattt gtgttgggat gttcttgggg cattggcttg tttattttca ttgaagttgg 1800 
gaagacagtg agactgatcg ttgcctatct gttcaccatc atcaatgtcc fcgcagggtgt 1B60 
tttgatattt atggtacatt gtctgcttaa tcgccaggcg cggatggaafc ataagaagtg 1920 
gtttcataga ctgcggaagg aagtftgaaag tgaaagcact gaagcgtctc attctactac 1990 
tcacacaaaa atgggtcttt ctctgaacct ggaaaatttc tgcccaacag gaaacctcca 2040 

25 tgatccttct gactccatcc ttccaagtac tgaagtagca ggtgtawatc taagcacacc 2100 
caggtctcac atgggtgctg aggatgtgaa ctcaggtact cacgcttact ggagcagaac 2160 
tattagtgat tgaatcagct ccttccccca agcctcttac agtacatttt aacttgtact 2220 
gcgccacgca catgaagcta taattgctag tctggtaaaa caactgttgc atattccatg 2280 
a t cat t teat tttatctcta ettgeaaaag ttagecttet tXttatatca tctttatttc 2340 

30 tcttitctttt gtttatatat agcttcagtt gagcgggttt ctagtcttaa tgttctagat 2400 
cactattttc ttttcagtta acctttattg gtatttagtt cctgtgtagt gtataccact 2460 
ggaatatttt tatttcttta aCttCgaggt taaaacatag ttacatcatt tttccttttt 2520 
ttctttccca caatcctcct gtatactttt tccctggtgt ctattttatt gtttctacat 2580 
gcatatatat tttatgeaaa acataCatat gtataaatat aaatatatat tettatatge 2640 

35 atgaaaacca tctacttcat ccaaataatg ttccttctat gtatgtcttc aggacaggga 2700 
caacagcagc tatggtagca tggcagggga aagcccacag gaccccagcc ctabacaaag 2760 
aatcagaggc aactgaggag tgctgagttg aaggaattgc cttacccagg ggagggcaca 2820 
ttaattggtt arctaataca aaatgttcag ccccaaaact gttaagataa aagectatat 2800 
gcatcttagg aagtatctac cttgatacaC ctttattgga atatcatcca eatgtttatt 2940 

40 gtgtgttctg aagagggtct gttgaatttc taagggttga tcagtttaat tgtgccattt 3000 
tacattcagg gtgtttggct ttgtcgtagt gaataatget atatttccct gtatgtgtca 3060 
tctttgaccg ttattttttc ctggcgatac tttattcaac aagaacccag agccttggtt 3120 
tattactittC ccttccacag aaaaactatt tgtcttccag gattagatat gatcaatact 3180 
tectatatge atgtatcaaa taCcatgatg aaatatatta ctgtgtataa ttaataactg 3240 

45 gcaataaagt ccaaggga 3258 



<2io> 4 ; 

<211> 2798 
50 <212> QUA 

<2l3> Homo sapiens 

i 

<400> 4 

gcetcctgtc ctccatgccc taaatatgee agefcgecaea acagcaccca ctgtacttgt 60 
55 gaagatggct ttcgggccag gtctggcagg acatactttc atgattcctc tgagaagtgt 120 
gaagatatta atgaatgtga aacegggctg geaaagtgea agtataaagc atattgtagg 180 
aataaagttg gaggttacat ctgtagctgt ttggCaaaat atactfctatt caa,ctttccg 240 
gctggtatta tagattatga teatceggat tgctacgaga acaatagtca agggacgaca 300 
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cagtcaaacg 
agaagggcta 
tzctccaggaa 
gagacaaggg 
5 gatgcttraa 
ettggggata 
ctgaactctt 
cctgtgtt.cc 
gtctactggg 

10 agcaacggtt 
gctcttgccc 
teyctgctgt 
accagcacct 
ctgacgggca 

15 cacttcctct 
accgtcagga 
atgcaccctg 
ccccagaatt 
agcttcatgg 

20 ctgtggattt 
accagagtCa 
cttggttttt 
ttcaccatca 
cgccaggttC 

25 gaaagcactg 
tcagaaatct 
cagccacagg 
catggcaatg 
cacataga tt 

30 acctattttg 
cagagtccag 
gggcgggaga 
actggcatct 
cccaaagatc 

35 gtattaaaga 
tgtggagaaa 
tggaagtcag 
atcccattac 
acacgtatgt 

40 ccaacaatga 
gccataaaaa 
ccgatactga 



tggatacttg 
ctcaactaat 
aggytcaaat 
agaatgcttt 
aaggaaacct 
ttctgaatgc 
acgttgtgag 
tgacttttcg 
agggatcaga 
cttacaccaa 
ccaaggagga 
gcctcttcct 
ccctccatct 
tcaacagaac 
acctggcttg 
acctcaaggt 
taggctacgg 
atggaacatt 
ggccagtagc 
tgagaagcaa 
tgacatttaa 
ttatggttga 
tcaacaccct 
gaatggaata 
agatgtctcg 
ttcataaagg 
ttcatqtcgt 
acccggaagt 
ggacaaatgc 
gctttttatg 
tagtgtggca 
agtggatttt 
ggrattcagc 
ttacattaac 

gggtgttgca 
taggaacact 
tgtggcgart 
tgggtatata 
ttattgtggc 
tagactggat 
atgatgagtt 
cgggctccag 



l 

ggaaaacctg 
tcaaagcgtg 
ttctgaattt 
tctggaagct 
aagagagagc 
atcctttttt 
cggcaccgtc 
ccataatcag 
gggaggccgc 
atgeaagtgc 
ceetgtgctg 
ggccatcctc 
agagctctcc 
tgagcctgag 
cfcfccacctgg 
ggccaactac 
gatcccagct 
tactcactgt 
agtjcattatc 
actttcctcc 
agqcatttct 
agalagtaggg 
tcajgggagtg 
taa'aaagtgg 
ctctaccacc 
aggcactgca 
ctctgcrgct 
taccgctcct 
cactatttct 
ttcatagaaa 
cgtgcaatga 
tcttcttgca 
tcatagttCC 
actccacatt 
ttttgcaata 
tttacactgt 
cctcagggat 
cccaaaggac 
attatt^aca 
taagaaaatg 
cargtccttti 
gagrcgtcgc 
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agaaggaatg 
gagttgagca 
gatatagtct 
ggaaataaca 
actgeagttg 
agtaaacgaa 
ggtttgaagg 
cctggtgaca 
tggtccacgg 
fctccatctgt 
accgtgatca 
accttcctcc 
ctctgcctct 
gtgctgtgct 
atgctcctgg 
accagcacgg 
gtgattattg 
tggctcaagc 
fctgataaacc 
ctcaataaag 
cagctattta 
aagacgattg 
ttgctctttg 
tttagtggga 
caaaccaaaa 
teat cat ctg 
tggctaaaga 
ttccgtttgt 
agctttcctg 
gaacaagaca 
agtgtcggaa 
gctactgcca 
ctttctggcc 
cacataattc 
caaaaatgea 
tggtgggact 
ctagaactag 
tataaatcat 
atagcaaaga 
tggcacatat: 
gtagggacac 
caccaatc 



gaagcagaga 
tctggaatgc 
atgaaaccaa 
ccatggatat 
ccctaatcac 
aagggatgea 
aaaaaatttc 
agagaacaaa 
agggctgetc 
ccagctttgc 
cccaggtggg 
tgtgccggcc 
tcctggccca 
ccatcattgc 
aagggctgea 
gcagattcaa 
ctgtgtcagc 
ttgataaagg 
tggtgttcta 
aagtttccac 
tcctgggctg 
gatcaatcat 
tggtacactg 
tgeggaaagg 
eggaagaagt 
cagagtcaac 
tgaactgacc 
ctacagcgcc 
tgaaaagtct 
tttgggagaa 
ggatgcattt 
cctcgccaga 
tetctgetgt 

aacaattttc 

ttatcaggtg 
gtaaactagt 
aaataccatt 
getgetataa 
cttggaacca 
acaccatgga 
ggatgaaatC 



ggactttgea 
gagttttget 
gaggtgcaat 
caactgtgct 
ttatcaatct 
ggaagtaaaa 
cctctctgaa 
acatatctgt 
tcatgtgcac 
cgtectcgtg 
gctgaccatc 
catccagaac 
cctcctgttc 
agggctgetg 
cctcttcccc 
gaagaggttc 
aatagttgga 
attcatctgg 
cttccaagtt 
cattcaggac 
ttcttggggc 
tgeatactea 
tctccttaat 
ggtagaaact 
ggggaagtcc 
caagcaaccg 
tggcaagtgc 
cctgtggtca 
aggctcattc 
ttcttagatc 
taaagatggc 
aacttcacta 
attttatget 
atatggatca 
ctggagagga 
tcaaccatcg 
tgacacagct 
agacacatgc 
acccaaatgt 
atactatgea 
eggaattceg 



360 

420 

490 

540 

600 

660 

720 

7B0 

640 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1390 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

I960 

2040 

2100 

2160 

2220 

2230 

2340 

2400 

2460 

2520 

25B0 

2640 

2700 

27 60 

2798 



45 <210> 5 

<21X> 886 | 
<212> PRT ; 
<213> Homo sapiens j 

50 <400> S 

Met Arg Gly Ph"e Asn Leu Leu Leu Phe Trp Gly Cys Cys Val Met Hi3 
1 5 j 10 15 

Ser Trp Glu Gly His He Arg Pro Thr Arg Lys Pro Asn Thr Lya Gly 
55 20 25 30 



Asn Asn Cys Arg Asp Ser Thr Leu Cys Pro Ala Tyr Ala Thr Cys Thr 
35 40 45 



I 
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Asn Thr Val Asp Ser Tyr Tyr Cys Thr Cys Lys Gin Gly Phe Leu Ser 
50 55 60 

5 ser Asn Gly Gin Asn His Phe Lys Asp Pro Gly Val Arg- Cys Lys Asp 
65 * 70 75 SO 

Us Asp Glu Cys Ser Gin Ser Pro Gin- Pro Cys Gly Pro Asn Ser Ser 
BS 90 95 

io ! 

Cys Lys Asn Leu Ser Gly Arg Tyr Lys Cys Ser Cys Leu Asp Gly Phe 
100 105 HO 

Ser Ser Pro Thr Gly Asn AJsp Trp Val Pro Gly Lys Pro Gly Asn Phe 
15 115 120 125 

ser cys Thr Asp He Asn Gin Cys Leu Thr Ser Arg Val Cys Pro Glu 
130 135 140 

20 His Ser Asp Cys Val Asn Ser Met Gly Ser Tyr Ser Cys Ser Cys Gin 
145 * 150 155 160 

Val Gly Phe lie Ser Arg Aisn Ser Thr Cys Glu Asp Val Asn Glu Cys 
165 170 175 

25 

Ala Asp Pro Arg Ala Cys plro Glu His Ala Thr cys Asn Asn Thr Val 
ISO 185 190 

Gly Asn Tvr Ser Cys Phe Cys Asn Pro Gly Phe Glu Ser Ser Ser Gly 
30 195 200 205 

His Leu Ser Cys Gin Gly Leu Lys Ala Ser Cys Glu Asp He Asp Glu 
210 215 220 

35 Cys Thr Glu Met Cys Pro tie Asn Ser Thr Cys Thr Asn Thr Pro Gly 
225 230 235 240 

Ser Tyr Phe Cys Thr Cys His Pro Gly Phe Ala Pro Ser Ser Gly Gin 
245 250 255 

40 

Leu Asn Phe Thr Asp Gin Gly Val Glu Cys Arg Asp He Asp Glu Cys 
260 265 270 

Arg Gin Asp Pro Ser Thr Cys Gly Pro Asn Ser He Cys Thr Asn Ala 
45 275 26 D 2 85 

Leu Gly Sec Tyr Ser Cys Gly Cys He Val Gly Phe His Pro Asn Pro 
290 295 300 

50 Glu Gly Ser Gin Lys Asp Gly Asn Phe Ser Cys Gin Axg Val Leu Phe 
305 310 , 315 320 

Lys Cys Lys Glu Asp Val He Pro Asp Asn Lys Gin He Gin Gin CY3 
325 330 335 

55 

Gin Glu Gly Thr Ala Val Lys Pro Ala Tyr Val Ser Phe Cys Ala Gin 
340 345 350 



l 
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1 

He Asn Asn lie Phe Ser Val Leu Asp Lys Val Cys Glu Asn Lys Thr 
355 360 365 

Thr Val Val Ser Leu Lys Asn Thr Thr Glu Ser Phe Val Pro Val Leu 
5 370 375 3B0 

Lys Gin He Ser Met Trp Tnr Lys Phe Thr Lys Glu Glu Thr Ser Ser 
385 390 , 39$ 400 

10 Leu Ala Thr Val Phe Leu Glu Ser Val Glu Ser Met Thr Leu Ala Ser 

405 410 41S 

Phe Trp Lys Pro Ser Ala Asn Val Thr Pro Ala Val Arg Ala Glu Tyr 
420 425 430 

15 

Leu Asp lie Glu Ser Lys Val lie Asn Lys Glu Cys Ser Glu Glu Asn 
435 440 445 

Val Thr Leu Asp Leu Val Ala Lys Gly Asp Lys Met Lys lie Gly Cys 
20 450 455 - 460 

Ser Thr He Glu Glu Ser Glu Ser Thr Glu Thr Thr Gly Val Ala Phe 
465 470 475 4B0 

25 Val Ser Phe Val Gly Met Glu Ser Val Leu Asn Glu Arg Phe Phe Gin 

405 490 495 

Aso His Gin Ala Pro Leu Thr Thr Ser Glu lie Lys Leu Lys Met Asn 
S00 505 510 

30 

Ser Arg Val Val Gly Gly l'le Met Thr Gly Glu Lys Lys Asp Gly Phe 
515 , 520 525 

Ser Asp Pro He He Tyr Thr Leu Glu Asn Val Gin Pro Lys Gin Lys 
35 530 5'35 540 

Phe Glu Arg Pro He Cys Val Ser Trp Ser Thr Asp Val Lys Gly Gly 
545 550 555 560 

40 Arg Trp Thr Ser Phe Gly qys Val He Leu Glu Ala Ser Glu Thr Tyr 

565 570 575 

Thr lie Cys Ser Cys Asn Gin Met Ala Asn Leu Ala Val He Met Ala 
580 S85 590 

45 

Ser Gly Glu Leu Thr Met Asp Phe Ser Leu Tyr lie He Ser His Val 
595 600 60S 

Gly He He He Ser Leu Val Cys Leu Val Leu Ala He Ala Thr Phe 
50 610 615 620 

Leu Leu Cys Arg Ser He Arg Asa His Asn Thr Tyr Leu His Leu His 
625 630 635 640 

55 Leu cys Val Cys Leu Leu Leu Ala Lys Thr Leu Phe Leu Ala Gly He 

645 650 65 5 

His Lys Thr Asp Asn Lys Thr Gly Cys Ala He He Ala Gly Phe Leu 
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660 665 670 

His Tyr Leu Phe Leu Ala Cys Phe Phe Trp Met Leu Val Glu Ala Val 
675 | 6$0 695 

lie Leu Phe Leu Met Val Arg Asn Leu Lys Val Val Asn Tyr Phe Ser 
690 695 700 



Ser Arg Asn lie Lys Met Leu His He Cys Ala Phe Gly Tyr Gly Leu 
10 705 710 715 720 

Pro Met Leu Val Val Val lie Ser Ala Ser Val Gin Pro Gin Gly Tyr 
725 730 735 

15 Gly Met His Asn Arg Cys Tip Leu Asn Thr Glu Thr Gly Phe He Trp 

740 745 750 

i 

Ser Phe Leu Gly Pro Val Cys Thr Val He Val lie Asn Ser Leu Leu 
755 760 765 

20 

Leu Thr Tro Thr Leu Trp lie Leu Arg Gin Arg Leu Ser Ser Val Asn 
770 * 7|75 780 

i 

Ala Glu Val Ser Thr Leu Lys Asp Thr Airg Leu Leu Thr Phe Lys Ala 
25 785 790 795 900 

Phe Ala Gin Leu Phe He Leu Gly Cys Ser Trp Val Leu Gly He Phe 
805 010 815 

30 Gin He Gly Pro Val Ala Gly Val Met Ala Tyr Leu Phe Thr He He 
820 825 630 

Asn Ser Leu Gin Gly Ala Phe He phe Leu lie His Cys Leu Leu Asn 
835 040 845 

35 

Gly Gin Val Arg Glu Glu Tyr Lys Arg Trp lie Thr Gly Lys Thr Ly3 
850 655 860 

Pro Ser Ser Gin Ser Gin Thr Ser Arg He Leu Leu Ser Ser Met Pro 
40 665 870 S75 880 

Ser Ala Ser Lys Thr Gly 
095 

45 

<210> 6 

<211> 931 

<212> PRT 

<213> Mus musculus 

50 

<;400> 6 

Met Trp Gly Phe Trp Leu Leu Leu Phe Trp Gly Phe Ser Gly Met Tyr 
15 10 15 

55 Arg Trp Gly Met Thr Thr Leu Pro Thr Leu Gly Gin Thr Leu Gly Gly 
20 25 30 

Val Asn Glu cys Gin Asp Thr Thr Thr Cys Pro Ala Tyr Ala Thr Cya 

i 
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35 40 45 

Thr Asp Thr Thr Asp Ser Tyr Tyr cys Thr Cys Lys Arg Gly Phe Leu 
50 55 60 

5 

Ser Ser Asn Gly Gin Thr Asn Phe Gin Gly Pro Gly Val Glu Cys Gin 
65 70 ! 75 80 

1 

Asp Val Asn Glu Cys Leu G!ln Ser Asp Ser Pro cys Gly Pro Asn Ser 
10 85 90 95 

Val cys Thr Asn lie leu Gly Arg Ala lys Cys Ser Cys Leu Arg Gly 
100 105 110 

15 Phe Ser Ser Ser Thr Gly Lys Asp Trp lie Leu Gly Ser Leu Asp Asn 
115 120 125 

Phe Leu Cys Ala Asp Val Asp Glu Cys Leu Thr lie Gly lie cys Pro 
130 135 140 

20 

Lys Tyr Ser Asn Cys Ser Asn Ser Val Gly Ser Tyr Ser Cys Thr Cys 
145 150 I 155 160 

Gin Pro Gly Phe Val Leu Asn Gly Ser He Cys Glu Asp Glu Asp Glu 
25 165 170 175 

Cys Val Thr Arg Asp Val cys Pro Glu His Ala Thr Cys His Asn Thr 
180 195 190 

30 Leu Gly Ser Tyr Tyr Cys Thr Cys Asn Ser Gly Leu Glu Ser Ser Gly 
19S " 200 205 

Gly Gly Pro Met Phe Gin Gly Leu Asp Glu Ser Cys Glu Asp Val Asp 
210 215 220 

35 

Glu Cys Ser Arg Asn Ser Thr Leu Cys Gly Pro Thr Phe He Cy3 lie 
225 " 230 235 240 

I 

Asn Thr Leu Gly Ser Tyr Ser Cys Ser cys Pro Ala Gly Phe Ser Leu 

40 245 250 255 

I 

Pro Thr Phe Gin He Leu Gly His Pro Ala Asp Gly Asn Cys Thr Asp 
260 265 270 

1 

45 lie Asp Glu Cys Asp Asp Thr Cys Pro Leu Asn Ser Ser Cys Thr Asn 
275 * j 280 2BS 

Thr He Gly Ser Tyr phe Cys Tht Cys Kia Pro Gly Phe Ala Ser Ser 
290 295 300 

50 I 

Asn Gly Gin Leu Asn Phe Lys Asp Leu Glu Val Thr Cys Glu Asp He 
305 310 ~ 315 320 

Asp Glu Cys Thr Gin A^p Pro Leu Gin Cys Gly Leu Asn Ser Val Cys 
55 325 330 335 

Thr Asn Val Pro Gly Ser Tyr He Cys Gly Cys Leu Pro Asp Phe Gin 
340 345 350 
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Met Asp Pro Glu Gly Ser Gin Gly Tyr Gly Asn Phe Asn cys Lys Axg 
355 " 360 365 

lie Leu Phe Lys Cys Lys Glu Asp Leu lie Leu Gin Ser Glu Gin He 
370 375 390 

Gin Gin Cys Gin Ala Val Gin Gly Arg Asp Leu Gly Tyr Ala Ser Phe 
355 390 j ^ " 395 " 400 

Cys Thr Leu Val Asn Ala Thr Phe Thr lie Leu Asp Asn Thr Cys Glu 
405 410 415 



Asn Lys Ser Ala Pro VaA Ser Leu Gin Ser Ala Ala Thr Ser Val Ser 
15 420 425 430 

Leu Val Leu Glu Gin Ala Thr Thr Trp Phe Glu Leu Ser Lys Glu Glu 
435 440 445 

20 Thr Ser Thr Leu Gly Thr lie Leu Leu Glu Thr Val Glu ser Thr Met 
450 455 460 

Leu Ala Ala Leu Leu lie Fro Ser Gly Asn Ala Ser Gin Met He Gin 
465 470 475 480 

25 

Thr Glu Tyr Leu Asp He Glu Ser Lys Val He Aim Glu Glu Cys Lys 
485 | 490 495 

Glu Asn Glu Ser lie Asn Leu Ala Ala Arg- Gly Asp Lys Met Asn Val 
30 500 505 510 

Gly Cys Phe He He Lys Glu Ser Val ser Thr Gly Ala fro Gly Val 
515 520 525 

35 Ala Phe Val Ser Phe Ala His Met Glu Ser Val Leu Asn Glu Arg Phe 
530 535 540 

Phe Glu Asp Gly Gin Ser Phe Arg Lys Leu Arg Met Asn Ser Arg Val 
545 550 * ~ 555 560 

40 

Val Gly Gly Thr Val Thr Gly Glu Lys Lys Glu Asp Phe Ser Lys Pro 
565 570 575 

He lie Tyr Thr Leu Gin His He Gin Pro Lys Gin Lys Ser Glu Arg 
45 580 | 5B5 590 

i 

Pro He cys Val Ser Trp Asn Thr Asp Val Glu Asp Gly Arg Trp Thr 
595 ; 600 60S 

I 

50 Pro Ser Gly Cys Glu He Val Glu Ala Ser Glu Thr His Thr Val Cys 
610 :615 620 

Ser Cys Asn Arg Met Ala Asn Leu Ala He He Met Ala Ser Gly Glu 
625 630 635 640 

55 i 

Leu Thr Met Glu Phe Ser Leu Tyr He He Ser His Val Gly Thr Val 
645 650 655 
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lie Ser Leu Val Cys Leu Al* Leu Ala lie Ala Thr Phe Leu Leu Cys 

660 6 ^ 
Arg Ala Val Gin Asn His Asn Thr Tyr Met Hi, Leu His Leu Cys Val 



5 675 

Cys L.u Phe Leu Ala Lys He Leu Ph* Leu Thr Sly He Asp Ly* Thr 
690 695 
10 Asp A*n <*n Thr Ala Cys Ala He He Ala Gly Phe Leu His Tyx Leu 

P h e Leu Ala Cys Phe Phe Tip Met Leu Val Glu Ala Val Met Leu Phe 
725 /ou * ^ 

15 Leu Met Val Axg A*n Leu Lys Val Val Asn Tyr Phe 5er Ser Axg Asn 
740 745 
He Lys Met Leu His Leu Cys Ala Phe Gly Tyr Gly Leu Pro Val Leu 
20 755 760 765 

Val Val He He Ser Ala Ser Val Gin Pro Arg Gly Tyr Gly Met His 



770 775 



25 Asn Arg Cys Trp Leu Asn Thr Glu Thr Gly Phe He Trp S er Phe Leu 
785 790 795 

Gly Pro Val Cys Met He He Thr He Asn Ser Val Leu Leu Ala Trp 
805 810 

30 Thr Leu Trp Val LeU Arg Gin I*. Leu Cys Ser Val Ser Ser Glu Val 
820 825 

Ser Lys L e u Lys Asp Thr Arg Leu Leu Thr Phe Ly S Ala He Ala Gin 
35 B3S 9 40 

He Phe He Leu Gly Cys Ser Trp Val Leu Gly lie Phe Gin He Gly 

850 855 

Cor Tlo M^t* Ala Tvr Leu Phe Thr lie He Asn Ser Leu 
40 Pro Leu Ala Ser He Met AJ.a J.yr c " Q90 

865 970 ! 0/5 

Gin Gly Ala Phe He Phe Leu He Hi* cys Leu Leu Asn Arg Gin Val 
885 



45 



Arg Asp Glu Tyr Lys Lys Leu Leu Thr Arg Lys Thr A,p Leu Ser Ser 



900 905 



His Ser Gin Thr Ser Gly |lle Leu Leu Ser Ser Met Pro Ser Thr Ser 

50 91^ 920 

I 

Lys Met Gly | 
930 



55 



<210> 7 
<2ll> 740 
<212> PRT 
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<Z13> Homo sapiens 



<400> 7 . 

Met Gly Gly Arg Val Phe lieu Ala Phe Cys Val Trp Leu Thr Leu Pro 
5 1 5 10 15 

Gly Ala Glu Thr Gin Asp Ser Arg Gly Cys Ala Arg Val Cys Pro Gin 
20 25 30 

10 Asn Ser Ser Cys Val Asn Ala Thr Ala Cys Arg Cys Asn Pro Gly Phe 
35 40 45 



15 



Ser Ser Phe Ser Glu Il<* lie Thr Thr Pro Thr Glu Thr Cys Asp Asp 
50 .55 60 

i 

He Asn Glu Cys Ma Thr Pro Ser Lys Val Ser Cys Gly Lys Phe Ser 
65 70 ' 75 80 



Asp Cys Trp Asn Thr Glu Gly Ser Tyr Asp Cys Val Cys Ser Pro Gly 
20 85 90 55 

Tyr Glu Pro Val Ser Gly Ala- Lys Thr Phe Lys Asn Glu Ser Glu Asn 

100 105 110 

25 Thr Cys Gin Asp Glu Cy3 Ser Ser Gly Gin His Gin Cys Asp Ser Ser 
115 120 125 



30 



Thr Val cys Phe Asn Thr Val Gly Ser Tyr Ser Cys Arg Cys Arg Pro 
130 '135 14D 

Gly Trp Lys Pro Arg His Gly He Pro Asn Asn Gin Lys Asp Thr Val 
145 150 155 160 



Cys Glu Asp Met Thr Phe (Ser Thr Trp Thr Pro Pro Pro Gly Val His 
35 165 | 170 175 

Ser Gin Thr Leu Ser Arg Phe Phe Asp Lys Val Gin Asp Leu Gly Arg 
180 185 190 

40 Asp Ser Lys Thr Ser Ser !a13 Glu Val Thr lie Gin Asn Val He Lys 
195 . 200 205 



45 



Leu Val Asp Glu Leu Met Glu Ala Pro Gly Asp Val Glu Ala Leu Ala 
210 |215 220 

Pro Pro Val Arg His Leu lie Ala Thr Gin Leu Leu Ser Asn Leu Glu 

225 230,: 235 240 



Asp lie Met Arg He Leu Ala Lys Ser Leu Pro Lys Gly Pro Phe Thr 
60 245 * 250 255 

i 

Tyr He Ser Pro Ser Asnl Thr Glu Leu Thr Leu Met He Gin Glu Arg 
260 ! 265 270 

55 Gly Asp Lys Asn Val Thr Met Gly Gin Ser Ser Ala Arg Met Lys Leu 
275 260 285 

Aan Trp Ala Val Ala Ala : Gly Ala Glu Asp Pro Gly Pro Al* Val Ala 
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i 

300 

290 



f PC r/AtJ0o/oioa3 



<rhr Leu Leu Ala Asn Ala ser 
sly lie Leu Sec lie Gin Asn Met Thr Thr ^« 32Q 

305 310 

5 L . Asn L,u His .« Lys Lys 1» g » *" ~» Gl » £f ^ 

s « 5e r lie AT, Z val Jin Leu Ag Arg Leu Ser Ala Vg *« — 
10 340 

„. Phe leu Ser His Asn Asn Thr Lys Glu Leu A*n ... Pre He Leu 
355 Jfc> 
15 Phe Ala Phe Ser His Leu Glu Ser Ser Asp Gly Jju Ala Gly Ar 9 Asp 
370 373 
Pro Pro Al, Lys ASP Val U Pro Gly Pro Ax* Gin Glu Leu cys 

335 390 , 

20 „ aid Axa Gly Gly His Trp Ala Thr Glu 

Ala Phe Trp Lys Set Asp Ser Asp Arg <^y * 415 
405 

i , r1u s » r Thr Thr Cys Gin Cys 

Val Cys Gin Val Leu Gly Ser Lys Asn Gly Ser Tnr ^ 
25 420 . 

9 « His -u ser Ser Phe Thr IX. Leu Met Ala Hi, Tjr Asp Val Glu 
435 440 

„v t l-ri- Thr Arcj Val Gly Leu Ala Leu Ser Leu 
30 Asp Trp Ly* Thr Leu lie Thr Arg vax y ^ 

450 4i ^ 

lT - Thr p^e Leu Leu Val Arg Pro He 

p h<fc cys Leu Leu Leu Cys ;Ile Leu Thr me 4aQ 

465 470 ! 

35 Gin Gly Ser Arg Thr Thr .11* His Leu g. Leu Cys He Cy 5 Leu *he 

Val G ly Thr PhAeu Ala «j g He Ql« l*» «u Cly Gly Gin 

40 * 00 

_ J t pkTi Val Ala GlV Leu Leu Hia Tyr Cys Phe 

Val Gly Leu Arg cys Argl Leu Val Aia * y ^ 5 

515 : ^ zu 

™ 1 v , <, pr Le u Glu Gly Leu Glu Leu Tyr She 
45 Leu Ala Ala Phe Cys Trp- Met Ser Leu Glu w.y ^ 

530 535 
Leu Val Val Arg Val Phe Gin Gly Gin Gly Leu ser Thr Ar, Trp Leu 
545 55 °; 
50 C y S Leu lie Gly Tyr ttJ j Val Pro L.U Leu He Val Gly Val Ser Ala 

Ma Xle ,yr ^ J Tyr Gly Arg Pro Ar, Tyr Cy S Trp Leu Asp 

Phe Glu Gin Z «P S " U ^ " ^ 
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»i tie *he Val Thr Thr Val Trp Lys L« Thr 

He Leu cys Asn Ala Val lie vax ^ 

610 

5 Gin Ly* «« Ser .1. lie Asn -p H-t Ijg *»- ~ ^ ft 
625 630 

^ Leu Thx II. Tnr *1. He Ala Gin Leu Phe Leu Leu Gly cy S 

10 Th x T rp Val Jb. G ly Leu Pne He ft. Asp Asp Axg Sex Leu Val Leu 



Thr Ty x val Phe Tax Xle Leu Asn Cys Leu Gin toy Ala Ph. Leu Ty x 
615 690 

' t v a i Ara Glu Glu Tyr Arg Lys 

Le u Leu Hi* Cys Leu Leu Asn Ly* Lys Val Arg Glu 

690 695 
Trp Ala cy 3 Leu Val Ala toy Gly Sex Lys Tyx Sex Glu Phe Thx ser 
70S 710 ; 

Thr Thx sex Gly Thx Gly iHis Asn Gin Thr Axg Ala Leu Arg. Ala Sex 



20 



725 



25 



Glu ser Gly lie 
740 



30 <210> 6 

<211> 3a ; 
<212> DNA 

<213> Artificial Sequence 

35 <220> Krilficial Sequence; ?CR primers 

<223> Description of Artiliciaj. awvd 

<400> 8 30 
etacggatcc aatatttcag cttcctgtcc 

<210> 9 
<211> 32 
<212> D^A 

<213> Artificial Sequence 



40 



45 



50 <400> 9 32 



<TzT> Description of Jtificial Saquence, PGR primer, 
<400> 9 

cgcgaagctt tcaatcttga catttctcat cjg 



<210> 10 , 
55 <211> 34 I 
<212> OKA 

<213> Artificial Sequence 



i 
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<22 0> 

<223> Description of Artificial Sequencer PCR primers 



<400> 10 

gacgggatcc aatgagtgtc tac|tgaaaga attg 34 



I 



<210> 11 
<211> 34 
10 <212> DHA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PGR primers 
<400> 11 ! 

accgaagctt tc^gctcttg ttcacataac aatc 34 



20 <210> 12 
<211> 30 

<212> DNA ! 
<213> Artificial Sequenc^ 

25 <220> I 

<223> Description of Artificial Sequence: PCR primers 

<400> 12 j 

ctacggatcc aatatt'tcaa cttcctgtcc 30 
30 ' ; 

I 

<21Q> 13 I 
<211> 34 ; 
<212> DNA | 
35 <213> Artificial Sequence 

<220> | 

<223> Description of Artificial Sequencer PCR primers 
40 <400> 13 

accgaagctt tcagctcttg ttcacataac aatc 34 

I 

<210> 14 
45 <211> 31 

<212> DNA j 
<2l3> Artificial Sequence 

<220> ; 
50 <223> Description of Artificial Sequence; PCR primers 

<40Q> 14 j 

acacggatcc actttgggag tabtgagtga a 31 

55 

<210> 15 
<211> 32 
<212> DNA 
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<213> Artificial Sequence! 

<220> Artificial Sequence: PCR primers 

<223> Description of Aitirxciaj. 

<4|00> 15 i ^ - a 32 

cgctaagctt tcatagagcc atgagcacag « 



10 <210> 16 
<211> 20 

<212> DMA j 
<213> MUS inus cuius j 

15 <400> 16 20 
cacctgcagc tcttccatct 

<2l0> 17 
20 <211> 23 
<212> DNA 
<213> Mus mU5 cuius 

<400> 17 | 23 



25 gaaagtttgc ttctcaaaat cca 



<210> 18 
<211> 2 6 
30 <212> DNA 

<2l3> Homo sapiens 



35 



<400> 18 > 26 

tgtctcattg cacctcttgg tttcat 



<210> 19 
<211> 19 
<212> DNA 
40 <213> Homo sapiens 



45 



50 



55 



<400> 19 i 19 

ccacaacagc acccactgt 

i 
i 

<210> 20 j 
<211> 33 | 
<212> UNA 

<213> Artificial Sequence 

SS ^cripti.n of Artificial Sequence, PCR P ri»er 

tagtagacgc gtatattaca ajatgatgaat att 

\ 

<210> 21 



J.. UQ VUg 82 ,.000 90*2 



10 



40 
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<211> 33 
<2\2> DNA 

<2l3> Artificial Sequence 
<220> i 

<223> Description of Artificial Sequence: PCB primer 
<400> 21 i 

tagtagacgc gttcaatcac taateagttct get 33 



<210> 22 
<211> 26 
<212> DNA 
15 <213> Artificial Sequence 

<220> ! 

<223> Description of Artificial Sequence; PC* primer 
20 <400> 22 

cgggatcctc ctcatggggt agagee 26 

I 

<210> 23 
25 <211> 33 : 
<212> DNA f 
<213> Artificial Sequence 

<220> 

30 <223> Description of Artificial Sequence; PCR primer 
<400> 23 j 

cgggtaccac catgggaagc aggtgectte tgc 33 

35 

<210> 24 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 

<40Q> 24 j 
45 ggaagt^gaa caccaggttt atca 24 

<21Q> 25 
<211> IB 
<212> DNA 
50 <213> Artificial sequence 

<220> | 

<222> Description of Artificial Sequence: PCR primer 
55 <400> 25 

cctcttcctg gcccacct IB 



